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7}, in vivo
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« TXNIP1} p38 kinaseQ| ZsH1x 0|2 TXNIPG2 TN13 HELO| = H|ZEH [Nature

communlcatlons 2016] Docking protein Docking sequence
Basic residue  ¢-X-¢,
MKK6E SKGKKRNPGLKIPKEA
MKK3b GKSKRKKD---LRISCNS
MEF2A RKPDLR-—---VVIPPSS
TXNIP(TN13) 2AGSKKVI---LDLPLV|?¥#
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IN13 SB203820
M
p38a BTXNIP-/- 12M-TAT-TN13  mTXNIP-/- 12M-SB
[ — | p-aTF-2 BTXNIP+/+ Old-TAT B TXNIP+/+ Old-TAT-TN13
mTXNIP+/+ Old-SB
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p-ATF-2 =
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L X X T X X T I B220 cD3 Myeloid
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